Table S2. Functional prediction of the PCDH17 SNPs that in high LD (r2>0.8) with rs9540720 using GWAVA dataset
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The results include the prediction scores from 3 different versions of the classifier, which are all in the range 0-1 with higher scores indicating variants prec
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Average GERP Average DAF Average het GERP

1.44879
-0.03903
-1.23822
0.81144
-0.1681
-0.24276
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-0.74319
-0.51917
-0.43414
1.08804
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1.8583
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-0.76877

licted as more likely to be functional, and the underlying annotations used to compute these scores.
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